2 Provide an accurate summary of the background, research objectives, including details of the species or strain of animal used, key methods, principal findings and conclusions of the study. Abstract
Clearly define the primary and secondary experimental outcomes assessed outcomes (e.g. cell death, molecular markers, behavioural changes).
Paragraphs 8-12
Statistical 13 a. Provide details of the statistical methods used for each analysis. methods b. Specify the unit of analysis for each dataset (e.g. single animal, group of animals, single neuron). c. Describe any methods used to assess whether the data met the assumptions of the statistical approach.
Paragraphs 13-14, p. 7
RESULTS

Baseline data 14
For each experimental group, report relevant characteristics and health status of animals (e.g. weight, microbiological status, and drug or test naïve) prior to treatment or testing. (This information can often be tabulated).
Method, Paragraph 3
Numbers 15 a. Report the number of animals in each group included in each analysis. analysed Report absolute numbers (e.g. 10/20, not 50% 2 ).
b. If any animals or data were not included in the analysis, explain why.
Method, Paragraph 6
We randomly chose 6 individuals/d osing group for histological analysis to have an equal number of specimen from all groups.
Outcomes and 16
Report the results for each analysis carried out, with a measure of precision estimation (e.g. standard error or confidence interval). Table S1 . Weight gain, food intake, water intake, and BW for dams at PND22 Table S1 . Weight gain, food intake, water intake, and body weight at PND22 for dams exposed to 0, 0.5 or 50 µg BPA/kg BW/day Table S3 . Genes analyzed with qPCR and their forward and reverse sequences 
